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SLC32A1
Integral membrane protein involved in gamma-aminobutyric acid (GABA) and glycine uptake into synaptic vesicles IFT52 Involved in the assembly, maintenance and functioning of primary cilia DHX35
Regulates cellular processes involving alteration of RNA secondary structure FAM83D Required for proper chromosome congression and alignment during mitosis
SGK2
Involved in the regulation of ion channels, membrane transporters, cell growth, survival and proliferation
ACTR5
Involved in transcriptional regulation and DNA replication MYBL2 Involved in cell cycle progression ARHGAP40 GTPase activator PPP1R16B
Regulator of pulmonary endothelial cell (EC) barrier function Figure S1 . Quality information of the filtered willow grouse bam files: a) distribution of base quality scores, b) distribution of read depth across all 19 samples and c) distribution of read depth for each sample separately. Blue: rock ptarmigan, red: red grouse, orange: willow grouse. Figure S8 . Variation in pairwise θ, Tajima's D and Fay and Wu's H across chromosome 16 (poorly mapped due to the highly variable MHC region) in the three studied taxa. Blue: rock ptarmigan, red: 50 red grouse, orange: willow grouse. Figure S11 . Variation in pairwise θ, Tajima's D and Fay and Wu's H across chromosome Z in the three studied taxa. Blue: rock ptarmigan, red: red grouse, orange: willow grouse.
